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COVID-19: coronavirus disease 2019.
Figure 18. Distribution of replicons during the studied periods
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Figure 2S. Proportion of isolates carrying pKkPC_FCF3SP and pKpQIL plasmids before and during the COVID-19 pandemic
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Table 1S. Proportion of antimicrobial resistance genes

Gene Before COVID-19 During- COVID-19 Before COVID-19 During- COVID-19 Class
aac(3)-ld 25.00 15.63 1 1 Aminoglycosides
aac(3)H-le 50.00 40.63 1 1 Aminoglycosides
aac(6'}-1h-AKT 0.00 21.88 0 1 Aminoglycosides
aac(6')-1b-D181Y 75.00 50.00 1 1 Aminoglycosides
aadA1 0.00 3.13 0 1 Aminoglycosides
aadA2 50.00 34.38 1 1 Aminoglycosides
aph(3'-a 37.50 34.38 1 1 Aminoglycosides
aph(3”}b 0.00 15.63 0 1 Aminoglycosides
aph(3')Vla 12.50 3.13 1 1 Aminoglycosides
aph(6)-d 0.00 12.50 0 1 Aminoglycosides
blaCTX-M-15 75.00 43.75 1 1 Beta-Lactam
blaCTX-M-2 0.00 313 0 1 Beta-Lactam
blakPC-2 87.50 71.88 1 1 Beta-Lactam
blakPC-3 12.50 6.25 1 1 Beta-Lactam
blakPC-33 0.00 313 0 1 Beta-Lactam
blaLAP-2 37.50 21.88 1 1 Beta-Lactam
blaNDM-1 0.00 6.25 0 1 Beta-Lactam
blaNDM-7 0.00 313 0 1 Beta-Lactam
blaOXA-1 75.00 50.00 1 1 Beta-Lactam
blaOXA-2 0.00 15.63 0 1 Beta-Lactam
blaOXA-9 25.00 6.25 1 1 Beta-Lactam
blaSHV-101 0.00 313 0 1 Beta-Lactam
blaSHV-106 0.00 6.25 0 1 Beta-Lactam
blaSHV-145 25.00 9.38 1 1 Beta-Lactam
blaSHV-158 62.50 75.00 1 1 Beta-Lactam
blaSHV-187 0.00 313 0 1 Beta-Lactam
blaSHV-212 12.50 3.13 1 1 Beta-Lactam
blaTEM-1 50.00 43,75 1 1 Beta-Lactam
ble-MBL 0.00 9.38 0 1 Bleomycin
catA1 0.00 15.63 0 1 Chloramphenicol
catA2 12.50 313 1 1 Chloramphenicol
dfrA12 50.00 31.25 1 1 Trimethoprim
dfrA14 12.50 18.75 1 1 Trimethoprim
dfrA26 0.00 313 0 1 Trimethoprim
dfrA30 25.00 12.50 1 1 Trimethoprim
dfrA32 0.00 3.13 0 1 Trimethoprim
ere(A) 0.00 3.13 0 1 Erythromycin
fosA gen 1250 313 1 1 Fosfomycin
fosAb 12.50 6.25 1 1 Fosfomycin
fosAB 75.00 90.63 1 1 Fosfomycin
fosA7.4 0.00 313 0 1 Fosfomycin
mph(A) 75.00 53.13 1 1 Macrolide
0gxA 62.50 75.00 1 1 Quinolone
oqxA10 25.00 9.38 1 1 Quinolone
0gxAb 0.00 9.38 0 1 Quinolone
0gxA6 0.00 3.13 0 1 Quinolone
ogxB 62.50 68.75 1 1 Quinolone
0gxB12 0.00 313 0 1 Quinolone
0gxB19 0.00 9.38 0 1 Quinolone
0gxB31 12.50 313 1 1 Quinolone
0gxB32 12.50 6.25 1 1 Quinolone
qnrB1 0.00 15.63 0 1 Quinolone
anrE1 0.00 3.13 0 1 Quinolone
qgnrS1 25.00 25.00 1 1 Quinolone
sat2 fam 0.00 12.50 0 1 Streptothricin
sull 50.00 65.63 1 1 Sulfonamide
sul2 37.50 43.75 1 1 Sulfonamide
tet(A) 37.50 15.63 1 1 Tetracycline
tet(B) 0.00 313 0 1 Tetracycline
tet(D) 25.00 18.75 1 1 Tetracycline
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