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FIGURE S3 | Admixture analysis for Dataset I (all individuals) considering K = 4 (above) and K = 5 (below). 

Population labels in ETM (Ecorregião Tramandaí-Mampituba) correspond to ecological populations (i.e., 

riverine (ETMR) or lacustrine (ETML) sites). Populations: DC = Depressão Central, SC = Sinos-Caí, TA = 

Taquari-Antas.
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