Revista da Sociedade Brasileira de Medicina Tropical - SUPPLEMENTARY MATERIAL

Supplementary Table 5. Information regarding the dengue virus 2 (DENV-2) RT-qPCR positive and sequenced samples.

Sample ID RT- Genome | Genome | Averag | Identit | Identity | Genotyp | Major | Minor | Sex | Age Date Location GISAID ID
qPCR coverage | coverage | e depth y (NT)* e lineage | lineage
Ct value (CDS)* (NT)* (AA)*
CRN_042 342 84.2% 80.0% 235.7 97.5% 85.0% 111 C 1.1 M | 55 2021-04- Manaus, EPI_ISL 2008578
19 AM 5
CRN_707 354 77.9% 74.0% 176.1 97.9% 84.4% II F 1.1.2 M | 39 | 2023-02- Manaus, EPI_ISL_ 2008581
03 AM 1
CRN_695 37.6 NA NA NA NA NA NA NA NA M | 40 | 2023-01- Manaus, NA
31 AM

NT: nucleotide. CDS: coding DNA sequence. AA: amino acid. Ct: cycle quantification threshold. M: male. F: female. AM: Amazonas. *Coverage against the DENV-2

reference sequence NC _001474. NA: not applicable (not sequenced).






