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TABLE 1

Sequence and frequency of phage clones

Clones Sequence Frequency clones
HDI1 KQEDGGP 1/80
HD2 KDAMGGP 5/80
HD3 RNEDGGP 3/80
HD4 QQEDGGP 18/80
HDS5 NRDHRIQ 1/80
HD6 KDNTGGP 1/80
HD7 PRQEDGG 1/80
HDS MNESFPG 1/80
HD9 KDEFGAY 3/80
HDI0 SKQEDGG 2/80
HDI1 SKEATPF 1/80
HDI12 KDEHAGS 1/80
HDI13 KEDQRGQ 1/80
HD14 TSEDGGP 1/80
HDI5 KDGAGGP 2/80
HD16 DTTLHLG 2/80
HD17 KDSVSGP 1/80
HDI18 KDNPGGP 1/80
HDI19 KDAVGGP 4/80
HD20 KDSVAGP 1/80
HD21 YLHGYGT 1/80
HD22 LWWEKPT 1/80
HD23 LWWEKQK 1/80
HD24 LWWQTHL 1/80
HD25 RSDDGGP 2/80
HD26 KAYPYLK 1/80
HD27 RDSHRLL 1/80
HD28 DTTLSDN 1/80
HD29 KEDHVGP 1/80
HD30 QQEDGGH 1/80
HD31 KDDAGGP 3/80
HD32 KDEYGAY 1/80
HD33 NSHRHGA 1/80
HD34 DTTLTWF 1/80
HD35 KDESGSY 1/80
HD36 TQKEPAW 1/80
HD37 RYDDGGP 1/80
HD38 MSTDNNY 1/80
HD39 KDGSGGP 1/80
HD40 MEEDGGP 1/80
HD41 LTDVRGA 1/80
HD42 KEGHECQ 1/80
HD43 LWWEQSR 1/80
HD44 KDGLAGP 1/80
HD45 KDPGAGP 1/80
HD46 SRIQMLH 1/80
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Fig. 1: antigenicity analysis of the large hepatitis delta antigen (L-HDAg) protein sequence using the Bepipred program. The yellow peaks rep-
resent B-cell epitopes, while the green peaks represent non-B-cell epitopes.
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Fig. 2: alignment containing 38 hepatitis delta virus 1 (HDV-1) sequences from different locations and the hepatitis delta antigen 3 (HDAg3) epitope
used in the study. The binding region corresponds to positions 63-85 aa of the large HDAg (L-HDAg) antigen in the reference sequence NC_001653.
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genotype 3complete genome Brazil 10-Jun2011
KC590319.1 HDV Brasil-Genotipo 3-un 2011

HF679405Hepatits D virus genotype 3complete genome Brazil
6. HF679405.1 HDV Brasi-Genatipo 3
S s

| HF679406.1 HDV Brasil-Genotipo 3
). HW649778 Hepaits
0. L22063(Hepatits D virus genotype Icomplete g

k AR0¥S relal1990
14. KF786310.1 Manaus AM|2009.
15 KF786319.1 Rio Branco|2009.
16. KF786321.1 Cruzeiro do Sul2009

| > 16 > |

KF786343.1 Rio Brancol2009
KF786346.1 Cruzeiro do Sul2009
124. KFT86347.1 Manaus AMI2009
125, KF786350.1 Rio Brancol2009

126. L22063.1 Perul1986.
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1. OR792439 Porto Walter ACI2018-12-19
32. OR792441 Cruzairo do Sul ACI2018-1-26
3. OR792443 Cruzsiro do Sul ACI2018-09.25
34. OR792444 Tarauaca ACI2018.08-31

35. OR792445 Envira AMI2016-08-31

Fig. 3: alignment containing 38 hepatitis delta virus 3 (HDV-3) sequences from different locations and the hepatitis delta antigen 3 (HDAg3) epitope
used in the study. The binding region corresponds to positions 63-85 aa of the large HDAg (L-HDAg) antigen in the reference sequence NC_001653.
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Protein Sequences
SpeciasiAbbn R I T T
1. AM1B3327HOV genotype 8 dF 2136 Cate dvore

2 LTGU4STAHOV genotype 8413111 Republi o the Cango

3. GUITTH14HOV genotype 8 Gabon

4 LTS4488HOV gonotype 8417707 Demcratc Ropublic ofthe Congo M|
5. LTG4STIHOV genotype 80F2790 Democratc Repubic ofthe Congo M|
6. LTGM4ST2IHOV genotype 7 dFI47S7 Cameroon i
7.MGT11682HDV genotype 7 Cameroon 2015

Gy

1. MGT11G70HDV genotype 7 Cameroo
LT604966HDV genatype 6 6Fr7029 Cameroon

13. LTGMSGTHDV genatype 6 GFr7057 Cameroon

14, J888102HOV genotype 6 Nigeria 2006
AM1B3332HDV genolype 6412139 Cental Afican Ropublic

16, LTS944B4HDV genatype 6 dFr1594 Angola

17. LTG49G5HDV genotype 6 GFr3795 Mai

18, LT534485HDV genatype 6 dFr3046 Cameroon

24, LTGOASSEHDV genotype 5 dFé417 Cote dhire
25, LTG049601HDV genotype § oF

26, ABOSBSTIHDV genotype 4 L215

21 AB18822HDV genotype 4 Miyako(JA-M6) Japan
28, AF3034201HDV genotype 4 Miyako Japan: Miyako
25, AFO1BOTTIHOV genotype 4 TW-2b (Tawan isoate)
30, AY648955HDV genotype 4 Tanian

31 AB1BBASHDV genotype 4 Miyako(JA-M36) Japan
32 KFEK059BHOV genotype 2 Viet Nam

35 AY26UGOHDY genotype2

34, ABTIBBAGHDY genotype 2 MiyakolJAM37) Japan
35 X60193HDV genotype 2

36, AJ098B0HOV genotype 2 Partal Russia Yakutia
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Fig. 4: alignment containing 38 hepatitis delta virus 2 (HDV-2), HDV-4, HDV-5, HDV-6, HDV-7, and HDV-8 sequences from different locations
and the hepatitis delta antigen 3 (HDAg3) epitope used in the study. The binding region corresponds to positions 63-85 aa of the large HDAg
(L-HDAg) antigen in the reference sequence NC_001653.
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Fig. 5: enzyme-linked immunosorbent assay (ELISA) to evaluate synthetic peptides. (A) Analysis of different synthetic peptides: hepatitis
delta antigen 1 (HDAgl), HDAg2, and HDAg3; (B) Assessment of different serum dilutions (1:100 and 1:250) with HDAg3; (C) Comparison of
different HDAg3 concentrations (200 ng/well and 1 pg/well) in serum samples from 10 anti-hepatitis delta virus (HDV)+ individuals and 10
hepatitis B virus (HBV) control individuals.
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TABLE 11

Genotype of hepatitis delta virus (HDV) sample, epidemiological data, and viral load of HDV

Viral load
ID sample (Log 10 copies/mL) Collection date Residence city GenBank HDV genotype
43 6,02 14/08/2018 Cruzeiro do Sul -AC OR792427 HDV-3
4.4 6,38 23/11/2018 Boca do Acre - AM OR792428 HDV-3
49 3,69 29/10/2018 Guajara- AM OR792429 HDV-3
4.18 4,69 12/06/2019 Rio Branco - AC OR792430 HDV-3
4.20 6,50 22/02/2019 Rio Branco - AC OR792431 HDV-3
4.23 5,36 28/01/2019 Rio Branco - AC OR792432 HDV-3
427 6,52 19/12/2018 Rio Branco - AC OR792433 HDV-3
431 5,27 11/10/2018 Rio Branco - AC OR792434 HDV-3
4.38 5,04 26/07/2018 Rio Branco - AC OR792435 HDV-3
4.39 7,72 11/07/2018 Rio Branco - AC OR792436 HDV-3
4.48 5,05 13/04/2018 Rio Branco - AC OR792437 HDV-3
4.52 6,37 16/12/2018 Rio Branco - AC OR792438 HDV-3
4.54 6,40 19/12/2018 Porto Walter - AC OR792439 HDV-3
4.56 4,46 08/01/2019 Cruzeiro do Sul - AC OR792440 HDV-3
4.59 5,98 26/11/2018 Cruzeiro do Sul - AC OR792441 HDV-3
471 5,99 31/10/2018 Cruzeiro do Sul - AC OR792442 HDV-3
474 4,70 25/09/2018 Cruzeiro do Sul - AC OR792443 HDV-3
4.76 7,68 31/08/2018 Tarauaca - AC OR792444 HDV-3
477 6,10 31/08/2018 Envira - AM OR792445 HDV-3
4.81 5,10 27/08/2018 Cruzeiro do Sul - AC OR792446 HDV-3
4.82 6,17 21/08/2018 Sena Madureira - AC OR792447 HDV-3
4.84 6,83 09/08/2018 Porto Walter - AC OR792448 HDV-3
4.87 6,59 09/07/2018 Feijo - AC OR792449 HDV-3
4.93 4,75 12/12/2018 Cruzeiro do Sul - AC OR792450 HDV-3
4.94 6,33 03/08/2018 Sena Madureira - AC OR792451 HDV-3
4.96 4,61 07/11/2018 Cruzeiro do Sul - AC OR792452 HDV-3
4.98 5,93 06/11/2018 Porto Walter - AC OR792453 HDV-3
4.105 5,62 05/07/2018 Rio Branco - AC OR792454 HDV-3

AC: Acre; AM: Amazonas.
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