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either clonal replicates or diverse genotypes can bias the conclusions of
RNA-seq studies”

Figure S1 - Number of genes kept after filtering out lowly expressed genes. The strategy based on clones (blue) had
42,566 genes analyzed for differential gene expression, while the strategy based on diverse genotypes (green) had

41,934. 11.8% of SBC and 10.5% of SBDG gene datasets were exclusive.
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