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Table S3 - Nucleotide composition bias and GC content for four Cichla mitochondrial genomes. GC%: Percentage of guanine and cytosine; PCG: Protein

coding gene; tRNA genes: transfer RNA genes; rRNA genes: ribosomal RNA genes.

Genome PCG tRNA genes rRNA genes
Species GC AT GC AT GC AT GC AT
° - - o - - o - - ) - -
GC% skew skew GC% skew skew GC% skew skew GC% skew skew

C. monoculus | 44.87 | -0.119 | 0.031 | 46.77 | -0.359 | -0.023 | 43.55 | 0.034 | 0.044 | 46.68 | -0.133 | 0.232

C. ocellaris 4492 | -0.118 | 0.031 | 46.80 | -0.359 | -0.023 | 43.61 | 0.036 | 0.043 | 46.78 | -0.139 | 0.235

C. piquiti 4490 | -0.131 | 0.032 | 46.68 | -0.371 | -0.018 | 43.64 | 0.019 | 0.042 | 46.91 | -0.126 | 0.230

C. temensis 4521 | -0.130 | 0.037 | 46.84 | -0.373 | -0.013 | 44.06 | 0.023 | 0.047 | 46.98 | -0.135 | 0.238

Average 4498 | -0.125 | 0.033 | 46.77 | -0.366 | -0.019 | 43.71 | 0.028 | 0.044 | 46.84 | -0.133 | 0.234

Standard

L 0.16 0.007 0.002 0.06 0.007 0.004 0.23 0.008 | 0.001 0.13 0.005 | 0.003
deviation
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