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Supplementary Material to: “Dispersion of transposable elements and 

multigene families: Microstructural variation in Characidium 

(Characiformes: Crenuchidae) genomes” 

Table S1 - PCR reaction mixture for the synthesis of probes used in this work.  

 

Probe/ 

Reaction 

Mix 

Primer Forward/Reverse Vol 

(µl) 

DNA 

(ng) 

MgCl2 

(mM) 

Primer 

(µM) 

dNTP 

(mM) 

Taq pol* 

(U/µl) 

Rex1 5’- TTCTCCAGTGCCTTCAACACC-3’ 

5’- TCCCTCAGCAGAAAGAGTCTGCTC-3’ 

(Volff et al., 2000) 

25 200 1,5 0,2 0,04 1 

Rex3 5’-CGGTGAAAAGGGCAGCCCTG-3’ 

5’-TGGCAGACNGGGGTGGTGGT-3’ 

(Volff et al., 1999) 

25 200 1,5 0,2 0,04 1 

U2 

snRNA 

5’- ATCGCTTCTCGGCCTTATG -3’ 

3’- TCCCGGCGGTACTGCAATA -5’ 

(Bueno et al., 2013) 

25 100 1,5 0,04 0,8 1 

H1 5’-ATGGCAGAARYCGCMCCAGC-3’ 

5’-TACTTCTTCTTGGGSGCTGC-3’ 

(Hashimoto et al., 2011) 

25 100 1,5 0,2 0,16 1 

H3 5’-ATGGCTCGTACCAAGCAGACVGC-3’ 

5’-ATATCCTTRGGCATRATRGTGAC-3’ 

(Colgan et al., 1998) 

25 100 1,5 0,2 0,16 1 

H4 5’-TSCGIGAYAACATYCAGGGIATCAC-3’ 

5’-CKYTTIAGIGCRTAIACCACRTCCAT-3’ 

(Pineau et al., 2005) 

25 100 1,5 0,2 0,16 1 

*Taq polymerase 
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