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Supplementary Material to “Transcriptional profile of genes involved in the production of terpenes and glyceollins

in response to biotic stresses in soybean”

Table S3 - Transcriptional characterization of mevalonate route genes in response to different soybean diseases.

Gene Genotype Stress Period  Expression 10g2-ratio fold-change p-value Author
P. pachyrhizi (HW94-1) 6-12 hai + 0,80 1,72 0,045
P1200492 (Rppl) P. pachyrhizi (TW72-1) 6-12 hai + 0,81 1,70 0,015 Choi et al., 2008
P. pachyrhizi (TW72-1) 48 hai - -1,04 -2,13 0,036
SDO01-76R (S) e Pulgdes Studham et al.,
LD05-16060 (R) + 1,02 2,02 0,008 2013
12hai - -1,69 -3,47 0,006
P1459025B (Rpp4) P. pachyrhizi (HW94-1) 24hai - -2,92 -6,73 0,013 Moraggsl;t al.,
48hai + 1,12 2,14 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai + 0,41 1,33 0,001
Glyma.17g005300 |VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 24hai + 0,70 1,60 0,001
E.C.23.19 SLOAN P. sojae (PT2004C2.S1)- Raiz 48hai + 0,44 1,37 0,001
Acetyl-CoA synthase | o P. sojae (PT2004C2.S1)- Raiz 72hai . 0,36 198 0oor  chouetal, 2009
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,65 1,53 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48hai + 0,78 1,63 0,001
CONRAD P. sojae (PT2004C2.S1)- Raiz 48hai + 1,76 3,53 0,002
SLOAN P. sojae (PT2004C2.S1)- Raiz 48hai + 1,64 3,38 0,005
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,82 1,81 0,007
CONRAD P. sojae (PT2004C2.S1)- Raiz 72hai + 0,99 2,09 0,004 Tyler et al., 2007
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 1,10 2,27 0,007
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,74 1,71 0,01
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,67 1,59 0,004
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Gene Genotype Stress Period  Expression 1092-ratio  Fo|d-change p-value Author
P1200492 (Rpp1) P. pachyrhfo (HW94-1) 48 haf + 1,99 3,7 0,027 Choi et al.. 2008
PI1200492 (Rpp1) P. pachyrhizi (TW72-1) 48 hai + 1,63 3,09 0,04
PI462312 P. pachyrhizi (HW94-1) 24hai ! 0,92 1,88 0,029 S
P14590258 (Rppa) - Pachyrhizi (HW94-1) 24hai ; 0,77 1,71 0,004 Morazlgis? el
P1291327 P. sojae (PT2004C2.S1)- Raiz 72hai 1,18 2,39 0,008
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,79 1,68 0,026
WILLIANS P. sojae (PT2004C2.S1)- Raiz 72hai - -0,80 1,76 0,016
V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai - -0,37 -1,29 0,049
CONRAD P. sojae (PT2004C2.S1)- Raiz 48 hai - -1,38 -2,64 0,001 Tyler et al., 2007
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai - -1,59 -3,02 0,001
GlyEmg-ozlgzsligoo V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,95 -1,89 0,018
.H'yd'ro'xy} VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai - -1,25 -2,29 0,006
methyl V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai - -0,51 -1,40 0,029
Coglus?r:{rll:ase SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai 1,29 2.48 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai + 1,00 1,95 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 24hai - -0,72 -1,61 0,002
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 1,15 2,19 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai 0,71 1,73 0,003 Zhou et al., 2009
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai - -1,19 -2,14 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 1,44 2,7 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,64 1,6 0,002
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai - -0,96 -1,94 0,001
12hai - -1,86 -3,85 0,007
HAROSOY P. sojae (strain P6497) 24hai - -3,86 -15,29 0,001 Gijzen et al., 2009
48hai - -6,53 -95,14 0,001




Gene Genotype Stress Period Expression 10g92-ratio Fold-change  p-value Author
PI1462312 P. pachyrhizi (HW94-1) /2hai : 0,56 1,48 0,019 SChnezlgirlet i
WILLIAMS P. pachyrhizi (HW94-1) /2hai - 0,76 1,74 0,036 Morazlgslg el
0X20-8 P. sojae 72hai + 0,48 1,39 0,009
P1291327 P. sojae 72hai 0,35 1,28 0,024
SLOAN P. sojae 72hai + 0,59 1,51 0,001 Tyler et al.,
V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai - -0,38 -1,30 0,025 2007
Glyma.03g239000 CONRAD P. sojae (PT2004C2.S1)- Raiz 48hai - -0,47 -1,39 0,03
E.C.2.7.1.36 SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,40 1,34 0,017
Mevalonate kinase  fq AN P. sojae (PT2004C2.S1)- Raiz 24hai + 0,44 1,38 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai + 0,23 1,19 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,51 1,45 0,001 Zhou et al.,
V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,22 1,18 0,001 2009
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,51 1,43 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,20 1,43 0,001
HAROSOY P. sojae (strain P6497) 2aha ] 2,038 .20 0,045 Glizen etal.
48hai - -2,74 -5,20 0,002




Gene Genotype Stress Period Expression 10g2-ratio  fFold-change  p-value Author
. . Schneider et
P1462312 P. pachyrhizi (HW94-1) 12hai - -0,27 -1,20 0,019 al., 2011
. . Choi et al.,
PI200492 (Rpp1) - Pachyrhizi (HW94-1) 6-12hai . 0,42 11,34 0,023 2008
] P. sojae (PT2004C2.S1)- Raiz 24hai . ) ]
Glyma.06g127200 V71-370 J ( ) ! _ 0,42 1,32 0,036
E.C. 2.7.4.2 Phospho | CONRAD P. sojae (PT2004C2.51)- Raiz 48 hai - -0,59 -1,52 0,004 Tyler et al.,
mevalonate SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai ; 0,71 1,64 0,003 2007
kinase VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai ) 0.47 138 0,025
SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai + 0,18 1,17 0,048
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48hai . 017 1,13 0,029 Zhoz% &t) al.,
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,28 1,23 0,002
V71-370 P. sojae 72hai - -0,19 -1,14 0,034
CONRAD P. sojae (PT2004C2.51)- Raiz 48 hai - -0,69 -1,61 0,001 Tyler et al.,
i - Rai i 2007
Glyma. 109279800 SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,64 -1,56 0,001
E.C.4.1.1.33 VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,37 -1,30 0,007
n?g/g?gﬁgfe VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 24hai - -0,38 -1,30 0,001
. . . Zhou et al.,
decarboxylase | VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48hai - -0,45 -1,37 0,001 2009
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai - -0,39 -1,31 0,001
HAROSOY P. sojae (strain P6497) 48hai - -0,99 -2,06 0,004 G”Zggozt al,




Gene Genotype Stress Period Expression log2-ratio  Fold-change  p-value Author
~ ; Studham et al.,
SDO1-76R (susc)  Pulg0es 24hai + 0,28 1,22 0,024 2013

Rty (OMATA . pachyrhizi (HW94-1) 4ghai . 0.72 L6 0,037 Cho e el
CONRAD P. sojae 72hai + 0,50 1,42 0,006

. . Tyler et al.,

0X20-8 P. sojae 72hai + 0,87 1,83 0,001 2007

SLOAN P. sojae 72hai + 1,16 2,25 0,001
CONRAD P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,93 -1,92 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,88 -1,85 0,001

V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,52 -1,43 0,013 Tyl%gt?al.,
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,77 1,7 0,011
G'é”_“é‘_‘i?f_lfggoo SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai N 0,77 183 0,036
Diphospho SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai + 0,85 1,83 0,001
d$:2¥§l)c;<r;/?;2e V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai 0,74 1,72 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 24hai - -0,24 -1,21 0,033
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,90 1,87 0,001

V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,60 1,58 0,001 Z“";gg; al.
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,36 -1,29 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai 1,03 2,04 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,49 1,43 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai - -0,22 -1,17 0,018

12hai - -1,05 -2,07 0,001 )

HAROSOY P. sojae (strain P6497) 24hai - -2,13 -4,94 0,001 G”ZSSO%I al.,

48hai - -0,18 -1,13 0,001




Gene Genotype Stress Period Expression 10g2-ratio  pFold-change  p-value Author
WILLIAMS 82 H. glycines 48hai + 1,50 2,82 0,001 Ithal et al., 2007
WILLIAMS 82 H. glycines 48hai + 0,30 1,23 0,003 Ithal et al., 2007
Pl462312 P. pachyrhizi (HW94-1) 12hai + 4,15 18,5 0,001 _
PI462312 P. pachyrhizi (TW80-2) 12hai + 3,19 9,37 0001 SoMmederetal,
P1462312 P. pachyrhizi (TW80-2) 24hai + 0,44 1,35 0,019
PI1459025B (Rpp4) P. pachyrhizi (HW94-1) 12hai + 2,81 6,87 0,001
WILLIAMS P. pachyrhizi (HW94-1) 12hai + 2,89 6,65 0,01 Morales et al.,
P1459025B (Rpp4) P. pachyrhizi (HW94-1) 24hai + 1,89 2,26 0,008 2013
WILLIAMS P. pachyrhizi (HW94-1) 24hai + 0,78 1,75 0,022
ATHOW P. sojae 72hai + 2,60 6,34 0,001
Glyma.189242300 | CONRAD P. sojae 72hai + 3,26 9,5 0,001
Eéc():p; esritséﬁﬁ GENERAL P. sojae 72hai . 2.80 7,04 0,001
diphosphate OX20-8 P. sojae 72hai + 3,09 8,52 0,001 Tyler et al., 2007
ISomerase SLOAN P. sojae 72hai + 3,54 11,54 0,001
V71-370 P. sojae 72hai + 2,99 7,89 0,001
WILLIAMS P. sojae 72hai + 2,57 5,91 0,001
CONRAD P. sojae (PT2004C2.S1)- Raiz 48 hai + 2,17 4,56 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 1,85 3,59 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai + 1,80 3,52 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai + 221 4,86 0,001
. . . ' ' ' Tyler et al., 2007
CONRAD P. sojae (PT2004C2.S1)- Raiz 72hai + 3,03 8,76 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 3,03 8,46 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 2,32 5,41 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai + 2,68 6,41 0,001




Gene Genotype Stress Period Expression |092-ratio  Fold-change p-value Author
SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai + 2,61 6,29 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai + 2,11 4,51 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 24hai + 3,08 7,95 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 2,16 4,60 0,001
Clyma 189292300 | v71.370 P. sojae (PT2004C2.S1)- Raiz 48 hai . 181 3,73 0,001 Zhon et al.
Isopentenyl VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai + 3,02 8,20 0,001
di'spg‘rgzlcr’zgée SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai N 2.36 517 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 1,78 3,26 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai + 3,21 8,80 0,001
HAROSOY P. sojae (strain P6497) 24haf * 065 1,56 0015 Gljzen et al.
48hai : 0,61 11,51 0,028 2009
~ . Studham et al.,
SD01-76R (susc) PU90es 24hai ¥ 0,23 1,18 0,044 2013
P1462312 P. pachyrhizi (TW80-2) 12hai + 1,39 2,62 0,001 Schneider et
PI1462312 P. pachyrhizi (HW94-1) 12hai ¥ 1,83 3,56 0,001 al,, 2011
Glylrir%.l ngliifilOOO F‘r\l’?’zi())ZSB P. pachyrhizi (HW94-1) 12hal + 1,55 2,93 0,001 Morales et al
Geranyl diphosphate |\wLLIAMS P. pachyrhizi (HW94-1) 12hai + 1,59 2,97 0,002 2013 '
synthase WILLIAMS P. pachyrhizi (HW94-1) 24hai + 0,41 1,33 0,026
P1200492 (Rppl) P. pachyrhizi (HW94-1) 24hai + 0,89 1,88 0,036 ,
P1200492 (Rppl) P-. pachyrhizi (HW94-1) 48 hai + 1,34 2,53 0,006 C“Z'O‘E)‘S"""'
P1200492 (Rpp1) P- pachyrhizi (TW72-1) 48 hai + 0,88 1,87 0,02




Gene Genotype Stress Period Expression log2-ratio  Fold-change p-value Author

ATHOW P. sojae 72hai + 0,97 1,98 0,001
CONRAD P. sojae 72hai + 0,98 1,96 0,001
GENERAL P. sojae 72hai + 1,09 2,12 0,001

0X20-8 P. SOJ_c?le 72ha? + 1,39 2,63 0,001 Tyler et al., 2007
P1291327 P. sojae 72hai + 1,25 2,37 0,001
SLOAN P. sojae 72hai + 1,31 2,47 0,001
V71-370 P. sojae 72hai + 0,97 1,97 0,002
WILLIAMS P. sojae 72hai + 1,18 2,27 0,001
CONRAD P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,95 1,93 0,003
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,95 1,94 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,74 1,67 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai + 0.90 1.93 0.014

. . . ' ' ’ Tyler et al., 2007
CONRAD P. sojae (PT2004C2.S1)- Raiz 72hai + 1,16 2,25 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 1,16 2,27 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,75 1,69 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,95 1,97 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai + 0,54 1,49 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai + 0,47 1,39 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 24hai + 0,84 1,81 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,43 1,37 0,001

Glygw?ilggsliﬁooo V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,49 1,41 0,001 Zhou et al., 2009
Geranyl diphosphate | VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai " 0,93 1,92 0,001
synthase SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,56 1,48 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,42 1,36 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai + 1,05 2,10 0,001

HAROSOY P. sojae (strain P6497) 48hai ) 1,16 2.32 0,018 G”ZSSO% al,




Gene Genotype Stress Period Expression lr(;%i%- cEg:wdg-e p-value Author
SDO01-76R (susc) pulgoes 24hai + 0,56 1,46 0,023 Studham et al., 2013

P1200492 (Rpp1) P. pachyrhfo (HW94-1) 6-12 haf - -1,04  -2,09 0,018 Choi et al.. 2008
P1200492 (Rppl) P. pachyrhizi (TW72-1) 6-12 hai - -1,12  -2,24 0,008

WILLIAMS P. sojae 72hai - -0,72  -1,66 0,045 Tyler et al., 2007
SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai - -0,32 21,24 0,042
CONRAD P. sojae (PT2004C2.S1)- Raiz 48 hai - -1,04 -2,09 0,031

SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai - -1,13 2,12 0,006 Tyler et al., 2007
V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,96 -1,89 0,011
Glyma.159121400 |yp.RriL9 P. sojae (PT2004C2.S1)- Raiz 48 hai . 124 227 0,020
(25 .géﬁgr.r%gsyl SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai + 0,26 1,17 0,047
diphosphate synthase |Vv71-370 P. sojae (PT2004C2.S1)- Raiz 24hai + 0,4 1,29 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 24hai - -0,56 -1,41 0,006

V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,36 1,32 0,026 Zhou et al., 2009
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,6 -1,49 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,38 1,27 0,001
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai - -0,59 -1,55 0,001
12hai - -1,2 -24 0,019

HAROSOY P. sojae (strain P6497) 24hai - -2,48 -5,49 0,007 Gijzen et al., 2009
48hai - 5,52 -47,52 0,001




Stress Period . log2- Fold-
Gene Genotype Expression ratio change p-value Author
L D05-16060 Pulgbes 24hai + 0,34 1,27 0,014 Studham et al., 2013
P1200492 (Rpp1) P. pachyrhfo (HW94-1) 6-12 haf - -1,34 -2,62 0,03 Choi et al.. 2008
P1200492 (Rppl) P. pachyrhizi (TW72-1) 6-12 hai - -1,06 -2,18 0,048
CONRAD P. sojae 72hai + 0,38 1,3 0,001
GENERAL P. sojae 72hai + 0,34 1,25 0,04
P1291327 P. sojae 72hai + 0,41 1,34 0,014 Tyler et al., 2007
SLOAN P. sojae 72hai + 0,83 1,76 0,001
WILLIAMS P. sojae 72hai + 0,48 1,4 0,002
Glyma.11g063900 SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,34 -1,25 0,029
E.CC.; ;ghbfgeranyl CONRAD P. solzae (PT2004C2.S1)- Rafz 72ha? + 0,35 1,3 0,032 Tyler et al., 2007
diphosphate synthase | SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,39 1,32 0,02
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,31 1,25 0,045
SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai + 0,47 1,38 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai + 0,39 1,31 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,46 1,39 0,001
i i ) ' ' ' Zhou et al., 2009
V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,19 1,15 0,003
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,47 1.4 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai + 0,18 1,14 0,001
HAROSOY P. sojae (strain P6497) 48hai - -0,85 -1,81 0,002 Gijzen et al., 2009
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Stress Period log2- Fold-
Gene Genotype Expression ratio change p-value Author
WILLIAMS 82 B. japonicum 6hai + 0,75 1,66 0,006 Libaut et al., 2010
P. pachyrhizi (HW94-1 24hai
P1462312 pachy i ( ) | + 0,17 1,12 0,034 Schneider et al., 2011
P1462312 P. pachyrhizi (TW80-2) 24hai + 0,29 1,22 0,001
WILLIAMS P. pachyrhizi (HW94-1) 12hai + 0,14 1,10 0,015 Morales et al., 2013
P. pachyrhizi (TW72-1 48hai
P1200492 (Rpp1) pachy a ( ) ! + 0,39 1,31 0,02 Choi et al.. 2008
PI1200492 (Rppl) P. pachyrhizi (TW72-1) 96hai - -0,19 -1,14 0,001
. P. sojae 72hai - - -
0X20-8 J . 0,28 1,21 0,042 Tyler et al., 2007
SLOAN P. sojae 72hai + 0,25 1,19 0,009
CONRAD P. sojae (PT2004C2.S1)- Raiz 24hai - -0,42 -1,32 0,025
GlyEmg.12032192200 CONRAD P. sojae (PT2004C2.S1)- Raiz 48 hai - -1,59 -2,99 0,001
Glyceollin synthase | SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai ; 141 -254 0,002
V71-370 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,83 -1,70 0,032 Tyler et al., 2007
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai - -1,04 -2,02 0,01
CONRAD P. sojae (PT2004C2.S1)- Raiz 72hai - -0,50 -1,39 0,015
V71-370 P. sojae (PT2004C2.S1)- Raiz 72hai - -0,43 -1,36 0,003
SLOAN P. sojae (PT2004C2.S1)- Raiz 24hai + 0,69 1,66 0,001
V71-370 P. sojae (PT2004C2.S1)- Raiz 24hai + 0,50 1,41 0,001
i i ) Zhou et al., 2009
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai + 0,57 1,59 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai + 0,72 1,69 0,001
HAROSOY P. sojae (strain P6497) 48hai + 0,51 1,41 0,017 Gijzen et al., 2009
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Stress Period . log2- Fold- p-
Gene Genotype Expression ratio change value Author
PI1459025B (Rpp4) P. pachyrhizi (HW94-1) 72hai + 1,71 3,20 0,008 Morales et al.,
WILLIAMS P. pachyrhizi (HW94-1) >200hai . 461 -224 0,004 2013
P1200492 (Rppl) P. pachyrhizi (HW94-1) 6-12 hai - -1,71  -3,51 0,004
P. pachyrhizi (TW72-1 6-12 hai - - -
P1200492 (Rppl) pachy iz ( ) : 1,86 399 0001 . .. al.. 2008
PI1200492 (Rppl) P. pachyrhizi (HW94-1) 48 hai + 501 34,66 0,011
G'émg'lfgzziéoo P1200492 (Rpp1) P. pachyrhizi (TW72-1) 48 hai . 328 1255 0,038
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 24hai - -0,18 -1,13 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 48 hai - 01 -1.07 0.038
. . ) ' ' ' Zhou et al., 2009
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 48 hai - -0,18 -1,13 0,001
SLOAN P. sojae (PT2004C2.S1)- Raiz 72hai - -0,12 -1,09 0,005
VP-RIL9 P. sojae (PT2004C2.S1)- Raiz 72hai - 0,17 -1,12 0,001

Genevestigator: Essay formed for soybena plants (V3) in three treatments: with virulent strain of P. pachyrhizi (TW80-2), with avirulent strains (HW94-1) and controls (simulated), with 6 points: 12hpi 24hpi, 72hpi,
144hpi, 216hpi, 288hpi. Experiment data available http://www.plexdb.org/modules/PD_browse/experiment_browser.php?experiment=GM36. All other data were obtained by consulting the Genevestigator
(https://www.genevestigator.com/gv/plant.jsp), using the parameters for an analysis of the results: p<0,05; ratio=0,5; fold-change 21,0. Gene IDs accompanied for “*’represent 69 models induction between soybean-
FAS; — P.sojae; H. glycines; S. litura; B. japonicum. Aphis glycines x soja (V3): Transcriptional analysis response of soybean plants to infestation of resistant and susceptible soybean aphids Experiment with three
factors: soybean variety in V3 (susceptible SDO1-76R, resistant LDO05-16060), treatment of aphids (control, aphids), and duration of infestation (1 day and 7 days). Data available at:
http://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE35427. Heterodera glycines: analysis soybean root transcription profiles (Williams 82), by microarray, at three timepoints of infection (2.5,10 days after
inoculation - dpi) with cystic nematodes of soybean. Data available at: http://www.ebi.ac.uk/arrayexpress/browse.html?keywords=%09+E-MEXP-808. Phytophthora sojae: Identification of genes differentially expressed
during infection by P. sojae pathogen in 8 soybean cultivars that differ in quantitative resistance (Athow,Conrad, General, Ox20-8, P1291327, Sloan, V71-370, Williams), by microarray. Analyzes were performed at
times: 3dpi and 5dpi. Data available at: http://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE7124; During the P.sojae infection (isolate PT2004C2.S1), soybean cultivars differing in quantitative resistance (resistant
to strain - CONRAD e V71-370, suscetiveis — SLOAN e VP-RIL9) were observed at different times: studies (3) (24hpi), (4) (48hpi), (5) (72hpi), (6) (120hpi), available at:
http://www.plexdb.org/modules/PD_browse/experiment_browser.php?experiment=GM3 e estudos (7)(24hpi),(8) (48hpi),(9) (72hpi), available at: http://www.ncbi.nim.nih.gov/geo/query/acc.cgi?acc=GSE11611. Study
10 - Harosoy soybean hypocotyl samples (susceptible) inoculated with P. sojae strain P6497 (race 2), were analyzed by microarray at 12, 24, 48 h after inoculation (hpi). All results were obtained from microarray
assays.
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