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Figure S4 — Molecular docking of CpMug and interaction with AP site analogue THF lesion. The EcMug (in red) and
CpMug (in blue) in the complex with the 8-oxoguanine lesion (in red) were generated by molecular docking calculations
and selected after manual assessment. B) Visualization of the amino acid residues that interact with the lesion. The details
of the DNA-binding sites of EcMug-1MWI and CpMug show possible key interacting residues (6.5 A distance from all the

lesions). The complexes were analysed using the UCSF Chimera visualisation software.
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